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[eHOMbI 3TMX BUPYCOB, MONYYMBLUMX HasBaHus Leptinotarsa iflavirus 1
(cewm. Iflaviridae) (puc. Huxe, A) n Leptinotarsa solinvi-like virus 1 (cem.
Solinviviridae) (puc. Huxe, B), KOAMPYIOT OAWMH reH NonunpoTenHa. AHanus BUPYCHON Harpysku c
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dunoreHeTMYECKUN aHanM3 amMUHOKUCNOTHbIX nocneposatensHocterr PHK-3aBucumbix PHK-nonumepas
nokasan Haubonbllyl 6NM30CTb OETEeKTUPOBAHHOrO udnaBupyca K udnasvpycy n4den, a CONUHBU-
nogobHoro Bupyca - K conuHeu-nogobHomy Bupycy Hangzhou us xpusomenuabl Altica cyanea (Huxe
npeacTasneHbl parMeHTbl unnorpamMmm).

o522 Apis iflavirus 2 (UCR92484)
98.2 Leptinotarsa iflavirus 1 (OR613011)

X ) ) 100.0! Leptinotarsa decemlineata TSA (GEEF01170301)

Lampyris noctiluca iflavirus 1 (QBP37019) 1000 Leptinotarsa solinvi-like virus 1 (OR613010)
70.6 57 Diamondback moth iflavirus (YP_009361829) 100.0 100,0| Hangzhou solinvi-like virus 1 (UHR49768)
i Lw[ Ectropis obliqua picorna-like virus (NP_919029 Hangzhou solinvi-like virus 1 (UHR49784)

100.0 t i 88430

87.4 Perina nuda virus (NP_277061) 2.0 Wuhan house centipede virus 3 (KX584300)
100.0) Liposcelis bostrychophila TSA (GAYV02024882)
Spodoptera exigua iflavirus 2 (YP_009010984)

Sanya ochthera mantis solinvi-like virus 1 (UHM27575)
100, Ol Acheta domesticus iflavirus (YP_010840358)

Acheta domesticus iflavirus (YP_010840359)

OTKpbITNE HOBBIX BUPYCOB KONOPaACKOrO >Xyka cnocobCTByeT yrnybneHuto 3HaHui o6 skonorny Buaa u
OTKPbIBAET HOBbIE BO3MOXHOCTMN pa3paboTkn METOA0B OMONOrMYeCKOro KOHTPONSA BPEANTENS.
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