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Pog Xanthomonas TpaguuWOHHO M3BECTEH Kak TakCOH OakTepmanbHbIX NATOrEeHOB LUMPOKOro Kpyra pacTeHun
(Vauterin et al. 1996). V3BecTHO GOMbLUOE YUCIO KMOHAMNbHbLIX FPynn WTamMoB Xanthomonas, He MpOsIBASIOLLNX
BUPYJIEHTHOCTU K pacTeHUsM, U3 KOTOpbIX OHM Obinn BblaeneHsl (Mafakheri et al 2022; Bansal et al 2021; Martins et al
2020). XoTa 60NbLIMHCTBO MCCNEAOBaHHbIX LUTAMMOB NMpUHagnexart K OnncaHHbIM B HacTodlee Bpems BMAaM, WX
Hemnb3s 0QHO3HAYHO MAEHTUULMPOBATL C BUPYFIEHTHBIMM FPyNnNamMm LUTaMMOB BHYTPY 3TUX BMAOB. V/ICNONMb30BaHHbIV
B Ka4eCcTBe KpUTEPUSA NATOFEHHOCTU TECT Ha AeNneunto TpaHCNOPTHOM cucTeMbl TpeTbero Tuna (T3SS) (Vauterin et al.
1996) He Bcerga Koppenupyet € OTCyTCTBMEM BupyrneHTHocTu (Ignatov et al, 2015). HenaToreHHble LWTaMMbl
Xanthomonas siBHO 06pa3yloT reTeporeHHy nonynsaumo U MoryT BbITe MCNONB30BaHbl ANA NOUCKa HEKAHOHMYECKNX
¢aKTOpOB BUPYNEHTHOCTY NPU NMOMOLLM CPABHEHUSA UMEIOLLIMXCH FreHOMOB HGakTepui.

Mamepuanbsi u MemoOdbi

Hamn cosgaHa 6asa gaHHbIX, BKMAOYawWasi reHOMbl HEMaTOreHHbIX KCAHTOMOHa4 M MaHreHoM MaToreHHbIX
LITaMMOB, KOTOPasa UCNONb3yeTCs AN1s Noucka MapkepHbIX MPU3HAKOB BUPYNEHTOCTU. YTOObI BbINOMHUTEL NAHTEHOMHbIN
aHann3 Xanthomonas, Mbl knaccuduumpoBanm reHbl B 870 reHomax Xanthomonas campestris anroputmom PIRATE
Bepcun 1.0.4 c HacCTpoMKamMy MO YMOMYAHWUIO U CPaBHUMM pe3yrnbTaT C paHee MOMlyYeHHbIMU OaHHbIMW B paboTte
Agarwal et al. (2023).

Pe3ynbmamabi

MMonyyeHHble OaHHble Mbl MCMOMb30BanW ANs OLEHKM pacnpefernieHnsl Kaxaoro CemMencTBa reHOB Cpeau
BMPYMEHTHBLIX W aBMPYMEHTHbLIX FPYNMn KCAaHTOMOHAaA. YMCrneHHble XapakTepUCTUKM pacnpeernieHnsl reHoB B Lernom
COOTBETCTBOBAsM paHee nomny4yeHHbIX B pabote Agarwal et al. (2023) (Puc. 1). Xapakrepuctika reHoB, cneumdunyHbIX
Ans HenaToreHHblx Xanthomonas 6yget cnocobcTBoBaTh NOBLILLEHWIO 3MMEKTUBHOCTM ANArHOCTUKM BakTepmanbHbIX
BonesHen pacteHun n 6opbObI C HUMK.

Pabota BbinonHeHa npu nogaepxke Poccuiickoro HayyHoro poHaa (rpaHT Ne 23-26—00168).
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Puc. 1 PacnpegeneHue reHoB Ansi CTEPXXHEBOro reHoma (A) u wramm-cneundunyHoro reHoma poga Xanthomonas
(Agarwal et al. 2023).
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